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In the claims : 

Please replace the claims with the listing of claims below. 

--1. (currently amended) An expression silencing system 
comprising: 

a) a first DNA construct comprising a — nuclcot ido 
acqucncc — corrcaponding to the T7 RNA polymerase 
gene {T7-pol) oi= — fe-e — a — functional — cquivalont — 
fragment — thereof — which — ocquGncc — carrica and a 
[[an]] NLS sequence, and further comprising at 
least one promoter and at least one terminator 
sequence operably linked to said T7-pol; and 

b) a second DNA construct comprising a T7 promoter 

sequence (pT7) e^^ a functional — fragment 

thereof , at least one targeting sequence 
downstream to said pT7 and at least one 3' non- 
translated terminator sequence operably linJced 
to said targeting sequence; 

which system is capable, upon introduction thereof 
into a cell, of rendering the expression at the RNA 
level of a target sequence in said cell, in a tissue 
or organ regenerated from said cell or in a progeny 
thereof, oubatant ially silenced, by causing the 

oubotant ial disappearance of the RNA RNA 

transcripts^ carrying — aaid — acqucncc — e^e — a — functional 
part thereof of said target sequence . - - 



--2. (currently amended) A protein expression silencing 

system comprising a nuclcot idc oequencc 

corrcoponding to the T7 RNA polymerase gene (T7-pol) 
e^f — a — functional — equivalent — — fragment — thereof which 
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□ GquGncQ — carrico and a [[an]] NLS sequence, whicli 
cono t ruct — further — comprioco at least one promoter 
and at least one terminator sequence operably linlced 
to said T7-pol, a T7 promoter (pT7) or a functional 

equivalent e^f fragment thereof , at least one 

targeting sequence downstream to said the pT7 , and 
at least one additional terminator sequence operably 
linked to said targeting sequence, said system being 
capable, upon introduction thereof into a cell, of 
rendering the expression at the RNA level of a 
target sequence in said cell, in a tissue or organ 
regenerated from said cell or in a progeny thereof, 
aubatant ially silenced, by causing the oubotant ial 
disappearance of the RNA transcript carrying said 
target sequence. -- 

--3. (currently amended) The expression silencing system 
as claimed in claim 1 or claim 2, wherein said cell, 

4^ which 14^^ cxprcaoion anfe fcfee RNA level i-s- 

oubot ant ially — oilcncGd is [ [an] ] a eukaryotic cell 
or a proJcaryotic cell selected from a plant cell, a 
mammalian cell, a bacterium, a yeast, their 
pathogens, -or any suitable tissue culture cell.-- 

--4. (original) The expression- silencing system as 
claimed in claim 1 or claim 2, wherein said 
regenerated organ is a flowering differentiated 
plant regenerated from said cell.-- 



- -5 . 



(currently amended) The expression silencing system 
as claimed in claim 1 or claim 2, wherein said at 
least one targeting sequence i_s oubotant ially 
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identical e^e — homologoua to at least part of said 
target sequence . - - 



--6. (currently amended) The expression silencing system 
as claimed in claim 5, wherein said target sequence 
Gorrooponda — trs- is : 

a) a gene encoding a protein or a peptide product— 
the — oilGncing — — which — arS — dcoircd ; 

b) a non-coding nucleic acid sequence, which, 
under normal conditions, promotes the 
expression of an essential coding sequence; or 

c) a nucleic acid sequence which corrcapondo — t-e _is 
(a) or (b) or to a fragment thereof-? — within the 
DGopc of — dGgcncracy of, — tho gonctic — code ; — &^ 

d^ a — nucleic — acid — ocqucncQ — which — hybridizcc? — with 

the — Gcquoncc — according — fere — (a) , — fe-e — (b) , — e^^ — fere- 

-(-e-) e^e with f ragmcnt q thereof , which 

hybridisation — irs — carried — e^rt — under — condit iono 
which allow — such hybridi zat ion — fe^e — occur . - - 



--7. (original) The expression silencing system as 
claimed in claim 6, wherein said gene encodes a 
plant protein or peptide product or a protein or 
peptide product of a plant pathogen. -- 



--8. (withdrawn) The expression silencing system as 
claimed in claim 7, wherein said protein or peptide 
product of a plant pathogen is plant virus, a 
bacterium or a fungus capable of infecting said 
plant . - - 



--9. (original) The expression silencing system as 
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claimed in claim 7, wherein said gene encodes the 
GUS protein . - - 



10. (withdrawn) The expression silencing system as 
claimed in claim 6, wherein said gene encodes a 
human protein or peptide product or a protein or 
peptide product of a human pathogen. -- 



--11. (original) The expression silencing system as 
claimed in claim 6, wherein said non-coding sequence 
is a regulatory element sequence which , under 
normal conditions, promotes the expression of a 
coding sequence . - - 



■12. (withdrawn) The expression silencing system as 
claimed in claim 10, wherein said target sequence is 
the TMV non-coding sequence Q.-- 



--13. (currently amended) The expression silencing system 
as claimed in claim 5, optionally further comprising 
additional regulatory elements. -- 



-14. (withdrawn) The expression silencing system as 
claimed in claim 5, wherein said NLS sequence is the 
SV-40 NLS sequence. 



--15. (currently amended) The expression silencing system 
as claimed in claim 5, wherein said promoter 
sequence is the plant p3 5S promoter p3 5S . - - 



- -16 



(currently amended) The 
as claimed in claim 1 



expression 
or claim 



silencing system 
2, wherein said 
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terminator is the NOS terminator or a — f unct ional 

cquivalont e^? a fragment thereof , the ^-1,3- 

gluconase terminator^ e^e any other aui table 

terminator capable of terminating the transcription 
of a nucleic acid sequence and of the addition of 
polyadenylat ed ribonucleotides to the 3' end of the 
primary transcript of said target sequence. 



--17. (currently amended) The expression silencing system 
as claimed in claim 1 or claim 2, wherein said pT7 

corrcopondo fe-e- is the promoter region of the 

bacteriophage T7 e^? — functional — analogues — thereof , 
which promoter is capable of initiating 
transcription of said at least one targeting 
sequence downstream thereto. -- 



--18. (original) The expression silencing system as 
claimed in claim 1 or claim 2, comprising the T7 
terminator and the NOS terminator operably linked to 
said targeting sequence. -- 



--19. (currently amended) The expression silencing system 
as claimed in claim 1, wherein said first and second 
DNA constructs are oubotant ially as shown in Figures 
lA and IB, respectively.-- 

--20. (withdrawn) A process for the transformation of a 
plant with a gene-silencing system which process 
comprises : 

a) transforming plant cells with: 

i) a first DNA construct comprising a 
nucleotide sequence corresponding to the T7 RNA 
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polymerase gene (T7-pol) or a functional 
equivalent or fragment thereof, at least one 
plant promoter and at least one plant 
terminator sequence operably linked to said T7- 
pol ; and with 

ii) a second DNA construct comprising a T7 
promoter sequence, a targeting sequence 
downstream to said T7 promoter, and at least 
one 3' non- translated terminator sequence 
operably linked to said targeting sequence, 
said construct optionally further comprising 
other additional regulatory elements operably 
linked to said targeting sequence; 
b) selecting the plant cells transformed with at 
least one DNA construct according (a) and 
regenerating said selected cells to provide a 
differentiated flowering plant. -- 

--21. (currently amended) A process for the transformation 
of a plant with a gene-silencing system, which 
process comprises : 

a) transforming plant cells with a DNA construct 
comprising a nuclcotido — OGqucnco — corrc op ending 
te- the T7 RNA polymerase gene (T7-pol) e*^ — ar 
functional — equivalent — e^? — fragment — thereof which 
sequence — carries and [[an]] a NLS sequence, 
said — acqucncc — further — comprio ing and at least 
one plant promoter sequence and at least one 
plant terminator sequence operably linked to 
said polymerase gene, a T7 promoter sequence 

(pT7) a functional fragment thereof , a 

targeting sequence downstream to said pT7, and 
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at least one additional terminator sequence 
operably linked to said targeting sequence, 
which DNA construct is capable of silencing the 
expression of a target sequence in a plant 
transformed with said system or in progeny of 
said transformed plant; and 
b) selecting plant cells transformed with said DNA 
construct according to (a) and regenerating 
said selected cells to provide a differentiated 
flowering plant . - - 



--22. (currently amended) The process as claimed in claim 
20 or claim 21, wherein said targeting sequence 
aubotant ially corrcoponda — tro is identical said with 
said target sequence or to- a fragment thereof. 



--23. (currently amended) The process as claimed in claim 
22, wherein said target sequence corroaponda — fco- is : 

a) a gene encoding a protein or a peptide product 

b) a non-coding nucleic acid sequence, which, 
under normal conditions, promotes the 
expression of an essential coding sequence; or 

c) a nucleic acid sequence which corroaponda — fe^ _is^ 
(a) or (b) or a fragment thereof-? — within — the 
ocopc — e€ — degeneracy of — the genetic — code ; — or d) 
a — nucleic — acid — ocqucncc — which — hybridi aco — with 
the — aequenco — according — fere — (a) , — fe^ — (b) , — e^? — fee- 

-fe-) &3e with fragment a thereof , which 

hybridi gat ion — ars — carried — out — under — conditions 
which allow — ouch hybridi sat ion — fe-e — occur . - - 
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--24. (currently amended) A method for producing a 
transgenic plant carrying a ouba t ant i ally silent 
target sequence, by hybridizing a plant carrying and 
expressing said target sequence with a transformed 
plant obtained by the process of claim 22.-- 



--26. (currently amended) A transgenic plant or its 

progeny obtained by the method of claim 24 or claim 

25, in which the expression of said target sequence 
is subs t ant i ally suppressed .- - 



--27. (currently amended) A method of silencing the 
expression of a target sequence within the genome of 
a plant or within the genome of a plant infecting 
pathogen present in said cell plant , prior — fers — the 
following — manipulation, which method comprises the 
steps of : 

a) providing a first plant capable of 
regenerating / 

b) hybridizing said first plant with a second 
plant double transformed with: 

i) a first DNA construct comprising et 
nucleotide ocqucncG corrcaponding to the T7 

RNA polymerase gene (T7-pol) e^e a- 

f unct ional — equivalent — e^? — fragment — thereof 
which — acquGncQ — carrico and a [ [an] ] NLS 
sequence, said construct further comprising 
at least one plant promoter and at least 
one plant terminator sequence operably 
linked to said ocqucncc T7 -pol ; and with 
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ii) a second DNA construct comprising a T7 
promoter sequence (pT7), a targeting 
sequence downstream to said pT7 and a 3' 
non- translated terminator sequence operably 
linked to said targeting sequence, said 
construct optionally further comprising 
additional regulatory elements operably 
linked to said targeting sequence; and 

c) selecting those plants obtained by the 

hybridization of step (b) , in which the 

expression of said target sequence is 
oubatant ially silenced. 



--28. (currently amended) A method of silencing the 



expression of a target sequence within the genome of 
a plant or within the genome of a plant infecting 
pathogen present in said cell plant prior to the 
following manipulation, which method comprises the 
steps of : 

a) providing a first plant comprising said target 
sequence, said plant being capable of 
regenerating ; 

b) hybridizing said first plant with a second 
plant transformed with a DNA construct 
comprising a nucleotide — ocquoncG — oorrooponding 

the T7 RNA polymerase gene (T7-pol)^ eie — a 
functional — cquivQlcnt — &3e — fragment — thereof — which 

□ GqucncQ carrieo a NLS sequence, said 

Gono t ruct — further — comprioing a plant promoter 
and a plant terminator sequence operably linked 
to said T7-pol, a T7 promoter (pT7) e^e — a 
f unot ional f ragmont thereof , a targeting 
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sequence downstream to said pT7, and at least 
one additional promoter sequence operably 
linked to said targeting sequence; and 
c) selecting those plants obtained by the 
hybridization of step (b) , in which the 
expression of said target sequence is 
ouba tant ially silenced. -- 



--29. (currently amended) A method as claimed in claim 27 
or claim 28, wherein said targeting sequence 
oubo tant ially corrcopondo — t-e- is identical with said 
target sequence or tro a fragment thereof. -- 

--30. (currently amended) The method as claimed in claim 
28, wherein said target sequence Gorrcapondo — fc-e is : 

a) a gene encoding a protein or a peptide product 

b) a non-coding nucleic acid sequence, which, 
under normal conditions, promotes the 
expression of an essential coding sequence; 

c) a nucleic acid sequence which corrcopondo — fe^ i_s 
(a) or (b) or a fragment thereof-? — within — the 
OGopc — &^ — dGgcnoracy — — the — gonot ic — code ; — e*=- 

d-) a — nucleic — acid — ocqucncc — which — hybr idizco — with 

the — QcquGncG — aocording — fe-e — (a) , — tro — (b) , — &3e — fe-©- 

-(-e-i with f ragmcnt o thereof , which 

hybridization — i-s — carried — ©«rfe — under — condi t iono 
which — allow — ouch hybridi zat ion — fers — oocur . - - 



--31. (withdrawn) A method of identifying a nucleic acid 
of interest within a plant's genome wherein said 
nucleic acid of interest encodes a pre-defined plant 
phenotype, which process comprises the steps of: 
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a) providing a first plant comprising within its 
genome said nucleic acid of interest; 

b) transforming said first plant with a second 
plant transformed with: 

i) a first DNA construct comprising a 
nucleotide sequence corresponding to the T7 
RNA polymerase gene (T7-pol) or a functional 
equivalent or fragment thereof which 
sequence carries an NLS sequence, said 
construct further comprising at least one 
plant promoter and at least one plant 
terminator sequence operably linked to said 
sequence ; 

and with 

ii) a second DNA construct comprising a T7 
promoter sequence, a random nucleic acid 
sequence downstream to said T7 promoter, and 
a 3' non- translated terminator sequence 
operably linked to said randpm nucleic acid 
sequence, said construct optionally further 
comprising additional regulatory elements 
operably linked to said nucleic acid of 
interest, said transformation thus provides 
a population of transgenic plants; 

c) selecting from the population obtained in step 

(a) those transformed plants/plant cells in which 
the pre-defined phenotype is substantially 
silenced; and 

d) employing said random nucleic acid sequence 
within the genome of transformed plants selected 
in step (c) as a probe in screening genomic DNA 
and cDNA libraries of said first plant, thereby 
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identifying the gene comprising said random 
nucleic acid sequence which gene is responsible 
for said pre-defined phenotype.-- 

--32. (withdrawn) A method of identifying a nucleic acid 
of interest within a plant's genome wherein said 
nucleic acid of interest encodes a pre-defined plant 
phenotype, which process comprises the steps of: 

a) providing a first plant comprising within its 
genome said nucleic acid of interest; 

b) transforming said first plant with a second 
plant transformed with a DNA construct 
comprising a nucleotide sequence corresponding 
to the T7 RNA polymerase gene (T7-pol) or a 
functional equivalent or fragment thereof which 
sequence carries an NLS sequence, said 
construct further comprising at least one plant 
promoter sequence and at least one plant 
terminator sequence operably linked to said T7- 
pol, said DNA construct further comprising a TV 
promoter sequence or a functional fragment 
thereof, a random nucleic acid sequence 
downstream to said T7 promoter, and a 3' non- 
translated terminator sequence operably linked 
to said random nucleic acid sequence; 

c) selecting from the plants obtained in step (b) 
transformed plants in which the pre-defined 
phenotype is substantially silenced; and 

d) employing said random nucleic acid sequence 
within the genome of the transformed plants 
selected in step (c) as a probe in screening 
genomic DNA or cDNA libraries of said first 
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plant, thereby identifying the gene comprising 
said random nucleic acid sequence, which gene 
is responsible for said pre-defined phenotype . - 



--33. (new) A method for silencing the expression of a 



target gene within a plant cell comprising the steps 



a) transforming a plant cell with a first 
construct comprising the T7 RNA polymerase gene 
{T7-pol), a NLS sequence, and at least one 
promoter and at least one terminator sequence 
operably linked to said T7-pol; 

b) selecting plant cells transformed with said 
first DNA construct according to step (a) ; 

c) transforming the selected plant cells obtained 
in step (b) with a second DNA construct 
comprising a T7 promoter sequence, a targeting 
sequence downstream to said T7 promoter, and at 
least one 3' non- translated terminator sequence 
operably linked to said targeting sequence, 
said construct optionally further comprising 
other additional regulatory elements operably 
linked to said targeting sequence; 

d) selecting from the plant cells obtained in step 
(c) , cells transformed with said second DNA 
construct ; 

whereby transformation of said plant cell with said 
first and second DNA constructs renders the 
expression of said target sequence silenced.-- 



--34. (new) The method as claimed in claim 33, wherein 



of : 



said target sequence is : 
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a) a gene encoding a protein or a peptide product 

b) a non-coding nucleic acid sequence, which, 
under normal conditions, promotes the 
expression of an essential coding sequence; or 

c) a nucleic acid sequence which is a fragment of 
(a) or (b) . -- 



--35. (new) The method as claimed in claim 33, wherein 
said plant cell is a pathogen- infected cell and said 
target sequence is a gene of said pathogen or a 
fragment thereof, whereby transformation of said 
pathogen- infect ed plant cell with said first and 
. second DNA constructs renders the expression of said 
pathogen target sequence silenced. 



--36. (new) The method as claimed in claim 33, wherein 
said target sequence is a gene of a plant infecting 
pathogen or a fragment thereof, whereby 
transformation of said plant cell with said first 
and second DNA constructs renders the expression of 
said pathogen target sequence in a plant 
subsequently infected with said pathogen silenced. -- 

--37. (new) A method for silencing the expression of a 
target gene within a plant cell comprising the steps 
of : 

a) transforming said plant cell with a DNA 
construct comprising the T7 RNA polymerase gene 
(T7-pol) and a NLS sequence, said construct 
further comprising at least one plant promoter 
sequence and at least one plant terminator 
sequence operably linked to said T7 polymerase 
gene, a T7 promoter sequence (pT7), a targeting 
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sequence downstream to said pT7 , and at least 
one additional terminator sequence operably 
linked to said targeting sequence, which DNA 
construct is capable, upon transformation 
thereof into a plant cell, of rendering the 
expression of a target sequence in said plant 
cell silenced; and 
b) selecting plant cells transformed with said DNA 
construct according to (a) and regenerating 
said selected cells to provide a differentiated 
flowering plant . - - 

--38. (new) The method as claimed in claim 37, wherein 
said target sequence is: 

a) a gene encoding a protein or a peptide product 

b) a non-coding nucleic acid sequence, which, 
under normal conditions, promotes the 
expression of an essential coding sequence; or 

c) a nucleic acid sequence which is a fragment of 
(a) or (b) . -- 



--39. (new) The method as claimed in claim 37, wherein 
said plant cell is pathogen- infected and said target 
sequence is a gene of said pathogen or a fragment 
thereof, whereby transformation of said plant cell 
with said DNA construct renders the expression of 
said pathogen target sequence silenced. -- 

--40. (new) A method for silencing the expression of a 
target gene within a plant comprising the steps of: 
a) transforming a first population of plant cells 
with a first construct comprising the T7 RNA 
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polymerase gene (T7-pol) and a NLS sequence, 
and further comprising at least one promoter 
and at least one terminator sequence operably 
linked to said T7-pol; 

b) selecting the cells obtained in step (a) , cells 
transformed with said first DNA construct, and 
regenerating said selected cells to provide a 
differentiated flowering plant; or 

c) transforming a second population of plant cells 
with a second DNA construct comprising a T7 
promoter sequence, a targeting sequence 
downstream to said T7 promoter, and at least 
one 3' non- translated terminator sequence 
operably linked to said targeting sequence, 
said construct optionally further comprising 
other additional regulatory elements operably 
linked to said targeting sequence; 

d) selecting from the plant cells obtained in step 
(c) , cells transformed with said second DNA 
construct , and regenerating said selected cells 
to provide a differentiated flowering plant; 

e) hybridizing a first plant transformed with said 
first DNA construct as obtained in (b) , with a 
second plant transformed with said second DNA 
construct as obtained in (d) , thereby providing 
a double- transformed plant in which the 
expression of said target gene is silenced. -- 



- -41 . 



(new 
said 
a) 



) The method as claimed in claim 40, wherein 
target sequence is: 

a gene encoding a protein or a peptide product 
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b) 



a non-coding nucleic acid sequence, whi 
under normal conditions, promotes 



ch, 



the 



c) 



expression of an essential coding sequence; 
a nucleic acid sequence which is a fragment 



of 



(a) or (b) .-- 



--42. (new) A process for the transformation of a plant 
with a gene-silencing system which process, 
comprises : 

a) transforming plant cells with: 



i ) first construct comprising the T7 RNA 
polymerase gene (T7-pol) and a NLS 
sequence, and further comprising at least 
one promoter and at least one terminator 
sequence ope r ably linked to said T7 -pol ; 



ii) a second DNA construct comprising a T7 
promoter sequence, a targeting sequence 
downstream to said T7 promoter, and at 
least one 3' non- translated terminator 
sequence ope r ably 1 inked to said target ing 
sequence, said construct optionally further 
comprising other additional regulatory 
elements operably linked to said targeting 
sequence ; 

b) selecting from the cells obtained in (a) , cells 
transformed with at least one of said DNA 
constructs (i) and (ii) and regenerating said 
selected cells to provide a differentiated 
flowering plant; and 

c) hybridizing a plant transformed with said DNA 



and 
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construct (i) with a plant transformed with 
said DNA construct (ii), thereby providing a 
double- transformed plant in which the 
expression of a target sequence is suppressed. - 



- -43 . 



(new) The expression silencing system as claimed 
claim 5, wherein said promoter sequence is 
promoter functional in plants. -- 



in 
a 



